[Genetics of osteoporosis].
Osteoporosis is characterized by low bone mineral density (BMD) and microarchitectural deterioration of bone tissue, with a consequent increase in the fragility of bones and susceptibility to fractures. Over the last five years, genome-wide association studies (GWAS) have identified the single-nucleotide polymorphisms(SNPs) associated with osteoporosis, BMD and other determinants of fracture risk. These SNPs were mapped close to or within the genes, such as LRP5, RANKL, SOST and ESR1. In the future, the novel important bone loss susceptibility genes may be uncovered by the GWAS.